the non-O157 STEC isolated during 1996. HUS developed in two infected patients.
Among cases reported to Italy's nationwide HUS surveillance system from 1988 to 1995, evidence of infection with STEC O103 or O26 was found in two (1.5%) and nine (6.6%) of 135 cases, respectively. Since 1996, infection with STEC O103 and O26 has been diagnosed in three (11%) and nine (33%) of 27 HUS cases, respectively.
These observations indicate that identification of non-O157 STEC should be considered by clinical laboratories. Immunoenzymatic tests (based on either toxin antibodies or receptors) that detect Shiga toxins produced by fecal bacterial isolates or present in stool specimens are now available (8, 9) . Use of these tests should be considered in analyzing the stools of patients with HUS, bloody diarrhea, or painful nonbloody diarrhea, if classic microbiologic analysis fails to yield E. coli O157:H7 or another standard enteric pathogen, such as Campylobacter, Salmonella, or Shigella.
The sudden appearance or increase of rare non-O157 STEC in our populations is worrisome. Most non-O157 STEC, as well as the sorbitol fermenting O157:H-strains (10) Levine's chapter on the Apicomplexa in the Illustrated Guide to the Protozoa (2). Regrettably, the authors failed to read the whole chapter and to recognize that the initial characteristics for placing the oocyst of a coccidium in its proper genus are the number of sporocysts and then the number of sporozoites in each sporocyst. The genus Eimeria has four sporocysts and two sporozoites in each sporocyst. The genus Cyclospora has two sporocysts, each of which has two sporozoites. The original taxonomists (3) of C. cayetanensis recognized that it should be placed in the taxonomic family Eimeriidae, close to Eimeria, but they adhered to the traditional designation for genera of coccidia. Pieniazek and Herwaldt should be cognizant of the rules of zoologic nomenclature as well as the fact that certain morphologic characteristics of protists have served us well for many decades and continue to be useful. There are serious consequences to changing the classification of an organism, and it should not be thought that one can make such a change casually. I encourage the editors of Emerging Infectious Diseases to seek the advice of those who understand what should be done with respect to the classification and nomenclature of organisms.
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